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Wit [y NS48/~ %5 HE B A A= - U RE
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apoptosis—related IncRNA, CARL) A VEA microRNA T4 [
microRNA-539, AT AR microRNA-539 X} PHB2 [ HIVE
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FAWTE RS, FI/N GO DU ZEARE AL .0 L 2L ET 7
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IncRNA i % i5 3% & B, HIF1 o & X R -1 (HIFI
alpha—antisense RNA-1, HIF1A-AS1 ) TEE AR TR = Rk
A2k, il /NFPE RNA (small interfering RNA, siRNA ) 11l
Z IncRNA J5 T U0/ F i B2 75 3 14 240 R 0 T I 02 A PN Bz &t
(3 ;s BFFE 3R R B, HIFIA-AS] 2 aof 2ok (A T3 i
SN R AR T U TS T AT LAE S ) IneRNA
HIF1A-AST Tisi /AR R 5 5 i B kN Bz ARl T, Xk
SIS TR VR T WUESE MR T — S8 Ll "o 5 —mioe
7R, microRNA-188-3p A i 1 17 L IL K [ mEAH SC TR 11 7
(autophagy related protein 7, ATG7 ) HIHl4HAR A WAL UL,
TMi IncRNA {i¢ H I [H T (autophagy promoting factor, APF) FJ i
FL % microRNA-188-3p MM ATG7 A3 1) 4il i F Wi il
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B 22 TR A E R P 3 (receptor interacting serine/threonine
kinase 3, RIP3) P53 IRFE FEAITHIH . FADD JR Al A )
il RIPK1/RIPK3 & A U TE soxt 40 SR B8R 6 0 15 1R . 8
RFEREFE R FADD T 32 (i A A0 2 B R 28 AN Rl f 2 1)
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I8 B R RS A R . — 4% Sk JIUIE R A O [
¥ (cardiac hypertrophy related factor, CHRF ) (] IncRNA, HJ4
A microRNA ¥ 45 45 4 microRNA-489 Jf- Pl H %35, M
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EEZEME CYP2C19 EFE S SR FIRmMARHE

WAk 4RE, B AF R

WE AN E RGBT AR SIkEE &8 (ACS), TBFZA R ARk NG9 (PCL) J& 352 28 P i 4 A & e i 35
a2, MR CYP2C19 BTN AE FITROR —EEH, #H7 CYP2C19%2 Fl 3 TREH R S5 5L,
AT AR B2 DN REVEAR N S . (HORRIFP i 3 A S A% TE AT (CR) BLge, JRAREEB R 4 (o KL R al,  Hofth LA
Ag SRR A] B S H 2GR DG . BN FERIR ACS SR, A LI — I e DR TRAS: I 16 A5 1t /N A B g W

ST i S A I C L /IR 25 0 28 )
KA LRl M/ MR ; SN

SR T B R AR SIS AAE (ACS ) BB/
MORERIFEA 25 " AR 22 T3 B2 B etk sl kA A3
57 (PCI)EE AT R FH S MHAR BR8N T/ ™ Gtk 35 AN i
ZHERRH CEMAS AT (CR), MRCEIN M . kA
PEOUUESE , PEAEEEER N 1F. ACS BF MR AR+,
KBTS AN, ZE CYP2C19 JLfA 1, % 5L A m] b 4
PRS2 M S R A 7 P B T, 1T i i AR S 7 I DA AT 52 1 o
SR FEE 25 AR (FDA ) YR HER % 5L R B 5 25 Ik

SN ERIRZ, wRESAERY . PER . IERE . BN e 254
M5 Z B2 MADE, (HIGK E ACS & (JLHEE PCL)E )
CR g RS N BRI ARTERE o ASCH LA = N AT
At R CYP2C19 BN ZTE M S5 A EMTA CR AU, #E
T ELER
1 CREX KA

A A I /DN XS S A R e 2 5 7 B S I R AR, BR Ok
CR B MAS THAR N F= A ML AT RE R4 IE (5 25 CYP2C12
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